Amendments to the Claims: 

This listing of claims will replace all prior versions, and listings, of claims in the 
application: 

Listing of Claims: 

Claim 1. (Currently Amended) A method of early diagnosing chronic rejection (CR) in a kidney 
transplanted test subject, comprising: 

a) d e t e cti ng assaying as a baseline value the level levels of mRNA expression_of 
corr e sponding to, or protoin e ncod e d by, the nucleic acid sequences set forth in SEQ ID 
NOs:29, 30, 31, 32, 33, 34, 35, 36, 37, and 38, mRNA transcribed therefrom or protein encoded 
thereby in a renal allograft tissue biopsy obtained from a kidney transplanted control subject who 
is known not to develop CR; said nucloic ac i d s e qu e nc e s or i g i nating from a r e na l allograft tissu e 
biopsy of a kidney transp l ant e d contro l subj e ct who is known not to d e v el op CR; 

b) d e t e ct i ng assaying as a test value the corresponding levels of l ovel of mRNA 
expression corr e sponding to, or prot ei n e ncod e d by, th e nucleic acid s e qu e nc e s selected in step 
afin a renal allograft tissue biopsy obtained from a kidney transplanted test subject within the 
first year post-transplantation: a rena l a l lograft t i ssu e b i opsy obtain e d from a k i dney transplanted 
t e st subj e ct within th e f i rst year post - transp l antation ; and 

c) comparing the baseline value of step a) with the test value of step b) , wherein a 
baseline value lower than the test value, in the case of the levels of expression of the nucleic 
acid sequences set forth in SEQ ID NO:29, 30, 31 , 32, 33, 34, 35 or 36, mRNA transcribed 
therefrom or protein encoded thereby and higher than the test value, in the case of the levels of 
expression of the nucleic acid sequences set forth in SEQ ID NO:37 or 38, mRNA transcribed 
therefrom or protein encoded thereby predicts that the kidney transplanted test subject has an 
increased risk of developing CR. 

Claim 2. (Previously Presented) The method according to claim 1 , wherein renal allograft tissue 
biopsy of the transplanted control subject is obtained from the control subject at the day of 

transplantation. 
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Claim 3. (Currently Amended) A method for monitoring CR in a kidney transplanted subject at 
risk of developing CR, comprising: 

a) obtaining a renal allograft tissue b i opsy samp l e from a kidn e y transplanted subject 
prior to exposur e to transpla nt th e r a py a dm i n i stration of a CR -i nhibiting agent; 

b) detecting assaying the level levels of expression of mRNA c or responding t o , o r prot e i n 
encoded by, the nucleic acid sequences set forth in SEQ ID NOs:29, 30, 31, 32, 33, 34, 35, 36, 
37, and 38, mRNA transcribed therefrom or protein encoded thereby in a renal allograft tissue 
biopsy sample obtained from a kidney transplanted subject prior to exposure to transplant 
therapy th e samp le obt a in e d in st e p a ) ; 

c) obtaining at l east on e samp le from the k i dney transp l ant e d s ubject after administration 
of a CR - inhibit i ng agent; 

d) det e cting b) assaying the level corresponding levels of expression in at least one renal 
allograft tissue biopsy sample obtained from the kidney transplanted subject after exposure to 
transplant therapy of mRNA corresponding to, or protein oncod e d by, th e nuc le ic ac i d 
se qu e nc es sele ct e d i n, st e p b) ; and 

e) c] comparing the level levels of expression of mRNA o r pro tein detected in step a) and 
step b) b) and st e p d) , wherein an increase in the level levels detected in step b]_d) in 
comparison to the level levels detected in step a) e) in the case of the levels of expression of the 
nucleic acid sequences set forth in SEQ ID NOs:29, 30, 31 , 32, 33, 34, 35 and 36, mRNA 
transcribed therefrom or protein encoded thereby and a decrease in the level levels detected in 
step bj_d) in comparison to the level levels detected in step a] b) in the case of the levels of 
expression of the nucleic acid sequences set forth in SEQ ID NO: 37 and 38, mRNA transcribed 
therefrom or protein encoded thereby provid e s a n e gat i v e i nd i cat i on of CR in th e kidn e y 
t r a nspl ante d subject indicates an increased likelihood of developing CR , 

Claims 4-7. (Canceled). 
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Claim 8. (Currently Amended) The method according to claim 1 , wherein the baseline value and 
the test value are assessed by det e cting assaying the levels of protein encoded by the nucleic 
acid sequences. 

Claim 9. (Currently Amended) The method according to claim 8, wherein the levels of protein 
are detected assayed using reagents that specifically bind to the proteins. 

Claim 10. (Currently Amended) The method according to claim 11, wherein the levels of mRNA 
expression are dete c ted assayed by Northern blot analysis, a hybridization technique, reverse 
transcription PGR or real time quantitative PCR. 

Claim 11. (Currently Amended) The method according to claim 1, wherein the baseline value 
and the test value are assessed by d e tecting assaying the levels of mRNA expression 
corresponding to the nucleic acid sequences. 

Claims 12-14. (Canceled). 

Claim 15. (New) The method of claim 1, wherein the renal allograft tissue biopsy obtained from 
the kidney transplanted test subject in step b) is obtained within 4 to 7 months post- 
transplantation. 

Claim 16. (New) The method of claim 1, wherein the renal allograft tissue biopsy obtained from 
the kidney transplanted test subject in step b) is obtained at about 6 months post- 
transplantation. 

Claim 17. (New) The method of claim 3, wherein the at least one renal allograft tissue biopsy 
sample obtained from the kidney transplanted subject in step b) is obtained within 4 to 7 months 
after exposure to transplant therapy. 
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Claim 18. (New) The method of claim 17, wherein the at least one renal allograft tissue biopsy 
sample obtained from the kidney transplanted subject in step b) is obtained at about 6 months 
after exposure to transplant therapy. 
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